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Trafficking 

<130> STAN-110CON 

<140> Unassigned 
<141> 2001-04-17 
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<151> 1999-01-15 

<160> 6 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 1677 
<212> DNA 
<213> H. sapiens 

<220> 
<221> CDS 

<222> (183) . . . (1265) 

<223> CCR4, Chemokine receptor coding sequence 

=cc«ctttt «c«tc£ cctccctcc. J. 
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70 /D 



aac ctt gcc ate teg gat ctg etc ttc gtg ttt tec etc eet ttt tgg 



275 



323 



371 



419 



467 



1 



Asn Leu Ala lie Ser Asp Leu Leu Phe Val Phe Ser Leu Pro Phe Trp 

80 85 
gg c tac tat „ca 9 c, f c ca g w, £t ttt g? g eta |? t =*. toe aa 0 
Gly Tyr Tyr Ala Ala Asp Gin Trp Val Phe uxy u y ^ 
100 • LU3 

atg att tec tgg at* tac ttg gtg ggc ttt tac agt ggc ata ttc ttt 
Met lie Ser Trp Met Tyr Leu Val Gly Phe Tyr ser „ y 
115 120 

ctg gcg ata gtg cac gcg gtg 
Leu Ala He Val His Ala Val 
140 



gtc atg etc atg age att gat aga tac 
Val Met Leu Met Ser He Asp Arg Tyr 
130 135 

ttt tec ttg agg gca agg ace ttg act 
Phe Ser Leu Arg Ala Arg Thr Leu Thr 
145 150 

get aca tgg tea gtg get gtg ttc gec 
Ala Thr Trp Ser Val Ala Val Phe Ala 
160 165 



tat ggg gtc ate acc agt ttg 
Tyr Gly Val He Thr Ser Leu 
155 

tec ctt cct ggc ttt ctg ttc 
Ser Leu Pro Gly Phe Leu Phe 
170 175 



age act tgt tat act gag cgc aac w 
Ser Thr Cys Tyr Thr Glu Arg Asn His 
180 



_ ,_ t- t-/-r«-> aaa acc aacr tac 

Thr Tyr Cys Lys Thr Lys Tyr 
185 190 



tct r ss s S S S 5 Si S S £ £ S5 ne K 

Ser Leu Asn Ser Tnr inr u Jf 205 

195 ^uu 

55 £ S £ S S £ £ S S £ 2 £ 5 S £ 

210 215 



aag aac aag 
Lys Asn Lys 



ggg ttc tgg 
Gly Phe Trp 
255 

gag eta gaa 
Glu Leu Glu 
270 



£ ;s ;s 5 £ s ss ss s s £ I s 

225 230 

S !2 S £ £ - S "2 £ £ £ - £ 

240 245 
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260 2bb 

£ £ £ 5 £ £ £ E i - = = - If s = 

275 

g cc aca g aa act et, £ ttt .tt cac gc tec ctt .at ceo ate ate 

Ala Thr Glu Thr Leu Ala Phe Val His cys ^ 
290 ^ a:3 

£ £ £ £ S K £ £ £ 5 5 1 = s s £ 

305 310 



515 



563 



611 



659 



707 



755 



803 



851 



899 



947 



995 



1043 



1091 



1139 



^ „+*■ t-t-t- ata etc tgc caa tac tgt ggg etc etc 
£ £ cS 5 S g S ?2 Leu Cys Oln Tyr Cys Gly - Leu 

el att tae tct get gac ace ccc age tea tct tac acg cag tec ace 
Gin lie Tyr Ser Ala Asp Thr Pro Ser Ser ser ly ^ 
340 J * 3 



1187 



1235 



1285 



atg gat cat gat ctt cat gat get ctg tag gaaaaatgaa atggtgaaat 
Me? Asp His Asp Leu His Asp Ala Leu 
355 3t>U 
gcag.gteaa tgaacttttc cac.tttaga gcttacttta aa.ttggtat ttttaggtaa 1345 
gagatccctg «ccj,t,tc ^ ™ cw ggttcacct, 14 

°g"Sggc, SSSS ™c« cctgoagge jtjjjtcjjt ctgatgaga, 1525 

SUSS £™ 5«-- t i«« 

cgctaccttt tgctgtggca aatgggcccc eg 

<210> 2 
<211> 360 
<212> PRT 
<213> H. sapiens 

<400> 2 ^ . ti. ai, Asd Thr Thr Leu Asp Glu Ser He Tyr 

Met Asn Pro Thr Asp He Ala Asp inr in lg 

Ser Asn Tyr Tyr Leu Tyr Glu Ser II. Pro Lys Pro Cys Thr Lys Glu 
G ly „e Lys "a Phe Gly Olu Leu Phe Leu Pro Pro Leu Tyr Ser Leu 

35 n-u, a,n Ser Val Val Val Leu Val Leu 

Val Phe Val Phe Gly Leu Leu Gly Asn Ser val 

50 5 _ mhr aqo Val Tyr Leu Leu Asn 

Phe Lys Tyr Lys Arg Leu Arg Ser Met Thr Asp val ry 80 

S- Ala lie ser Asp Leu Leu Ph. val Phe Ser Leu Pro Phe Trp Oly 

Tyr Tyr Ala Ala Up 01. Trp Val Phe oly Leu Oly Leu Cys Lye Met 

ne ser Trp Met Tyr Leu Val oly Phe Tyr Ser Oly He Phe Phe Val 

„ et Leu Met ser He Asp Arg Tyr Leu Ala He val His Al, Val Phe 

ser III Arg Ala Arg Thr Leu Thr Tyr Oly Val He Thr Ser Leu Ala 

Thr Trp ser Val Ala Val Phe Ala Ser Leu Pro Gly Phe Leu Phe s.r 

1 P * 1C r, Hi=i Thr Tyr Cys Lys Thr Lys Tyr Ser 
Thr Cys Tyr Thr Glu Arg Asn His Thr ryr i.y ^ 

180 _ t pu Gi u He Asn He 

Leu Asn Ser Thr Thr Trp Lys Val Leu Ser ser Leu Glu 

L eu Oly HI val He Pro Leu Oly xle Met Leu Phe Cys Tyr Ser Met 
ne ne Arg Thr Leu Oln His Cys Lys Asn Olu Lys Lys Asn Lys Ala 
III Lys Met lie Phe SI v.! val val Leu Phe Leu Gly Phe Trp Thr 



# 



245 250 " 5 



Pro Tyr Aen lie vll Leu Phe u. Glu Thr Leu val Glu Leu «» *1 
L eu Gin MP Cys ar Phe Olu «j Tyr « asp Tyr Ala He Gin Ala 
Th r Olu £ Leu Al, Phe val His Cys Cys Leu Asn Pro lie He W r 
P h e P^e Leu Gly Glu Lys Phe Arg Lys Ty, lie Leu Gin Leu Phe Lys 
5S cys Ar g Oly Leu Phe val Leu Cys Gin Tyr Cys Gly Leu Leu Gin 

ne Tyr Ser Ale £ Thr Pro Ser Ser Ser Tyr Thr Gl„ « Thr Met 

340 34b 



Asp His Asp Leu His Asp Ala Leu 
355 3bU 

<210> 3 
<211> 538 
<212> DNA 
<213> H. sapiens 

<220> 
<221> CDS 

f223> Coding 'seance for TARC chemokine 

<400> 3 .^^rrtaa actcctggca cc atg gec 58 

let 
1 



<400> 3 ~r>„*rr*n t-rrctcctag gctcctggca cc atg gec 

ccctgagcag agggacctgc acacagagac tccctcctgg g y ^ ^ 

1 

S 2 2 S 2 S 2 2 S 2 2 2 S S S 2 
3 S £ 2 K S S S S 2 2 S 5 2 2 2 

20 25 

„^ =.t-t- rrc ctt aga aag ctg aag acg tgg 
S S £ 5£ S S S S 2a A .VS L eu L ys Thr Trp 

tac cag aca tot gag gac tgc tec agg gat gec ate gtt ttt gta act 
Tyr Gin Thr Ser Glu Asp Cys Ser Arg Asp Aia ^ 

_ t-nn aac ccc aac aac aag aga gtg aag 

gtg cag ggc agg gec ate tgt teg gac ccc ^ ^ ^ ^ 
Val Gin Gly Arg Ala He Cys Ser asp r gQ 
70 7b 
nt-t aaa tac ctg caa age ctt gag agg tct tga agcctcctca 
12 S VaJ £ Sr S Gin Ser Leu Glu Arg Ser * 

85 yu 
occcaaactc ct*cM«t ccc = -tmject ejj^ttg t 9 ™c 407 

SSS2 -™ 22SS 9 — 521 



106 



154 



202 



250 



298 



347 



tctttatcct c 

<210> 4 

<211> 94 

<212> PRT 

<213> H. sapiens 



<400> 4 t e Mot* Leu Ala Leu Val Thr Leu Leu Leu Gly Ala 

Met Ala Pro Leu Lys Met Leu Ala ne 15 

1 5 ■ 1,1 a m« Ara Gly Thr Asn Val Gly Arg Glu 

Ser Leu Gin His He His Ala Ala Arg Gly 3Q 

20 pi j a i a Tie Pro Leu Arg Lys Leu Lys 

C ys Cys Leu Glu Tyr Phe Lys Gly Ala He ^ 

35 , J pvo ser Arg Asp Ala He Val Phe 

Thr Trp Tyr Gin Thr Ser Glu Asp Cys Ser Arg Ap 

50 , T1 « ~, c q P r Asp Pro Asn Asn Lys Arg 

Val Thr Val Gin Gly Arg Ala He Cys Ser Asp 8Q 

65 n» v*i lis Tyr Leu Gin Ser Leu Glu Arg Ser 

Val Lys Asn Ala Val Lys ryr ^ 



<210> 5 
<2li> 2923 
<212> DNA 
<213> H. sapiens 



<220> 
<221> CDS 

<222> l 2 ;^--^' for MDC chemokine 

<223> Coding sequence rox iua, 

m ~ - S • - SS S S - SS SS «S 

1 5 

s s £ s s a s £ i s s 12 K °i ° p " ~ 

15 

4- t-rrc cat gat tac gtc cgt tac 

S K S ffi SK S K ? & & « « To vsl ug ^ 

30 35 

% 2 S S S S3 ?2 £ SS - £ 1 « ~ « ~ 

45 50 

^ a rr ttc agg gat aag gag ate 

- s S £ S «S «2 - - S « « - «» "I 

60 65 

at-rr att etc aat aag ctg 

£ K S - S !2 S S SS i - - - » To Leu 

ag c „a «. »S«==»« ct 9 a«.cc g tgg cct„ g = tectcca 90 , 

n Pin * 



538 



52 



100 



148 



196 



244 



341 



Ser Gin 



aa 



<210> 6 

<211> 93 

<212> PRT 

<213> H. sapiens 



^Al. «, Leu Oln Tur A!, Leu Leu V.! val Leu Val Leu Leu ,1. 
vil Al. Leu Gin Ala Thr olu Al, Gly Pro Tyr G!y Ala As„ Het Glu 
Asp K V.1 Cvs cys Ar* Asp Tyr v,l « g Tyr Ar g Leu Pro Leu Ar g 



401 
461 
521 
581 
641 
701 
761 
821 
881 
941 
1001 
1061 
1121 
1181 
1241 
1301 
1361 
1421 
1481 
1541 



aggctcagga gccctacctc cctjccatt. tjjetgctcc ccg„ cctgtjoca. 
ctctctgcat tccctgatct ccatccctgt Mctgtcacc f tgcagtcaga 
cactgccatc tcccccctga cccctctaac ccatcctctg ^ ccactgccct 

ggg tcct g tt cccatca g cg attcccctgc W4 aaatctgggt tccatctctg 

Kgctgaggt cagtctccca agcctjgcat Jtggccctct J^tcM^ tctccaaacc 
tctcca g cct gcccacttcc cttcatgaat 9"ggg t ctgacact ca g aaa g tcc 
catactacac atcccacttc tgggtctttg cctgggatgt tgc g caagcagctg 
caccacctgc acat g t g ta g ccccaccagc ^ccaagg « ataaccctag 
gtaattccat ttcatgtatt agatgtcccc tggccctctg ^ CC actagttg 
tcacagtctc cgc-jattct tgggatttgg JWttttctc ctagcataga gc ga 
gaccaag g tt tcta g ctaag ttactccagt » gacaaaatca ataaaactaa 

cag g ccctg g ctcagaatca ^gcccagaa ^tggctgca J tcaaggtcac 
tgtccctccc ctctccctgc caaaaggcag "acatatca a a a acctttcttc 
tagaaatggg ccagctgggt caatgtgaag ccccaaattt £££ tcacccacgc 
ccccactccc tttttttttt tttttttttt gjj^ggagt ttcg g tcaagtgatt 
tggagtgcaa tggtgtggtc ttggcttatt Jjagcctctg cctcctggg gctaa 
ctcttgcctc agcctcctga gtagctggga "acaggttc = J c tc g aactcc 
tttttgtatt tttagtagag acgaggcttc ^catgttgg ccagg tgagcc 
tgtcctcagg taatccgccc jcctcagcct cccaaagtgc tggg^ tttttttatg 
aca g t g cct g gcctcttccc tctccccacc *° gtg atctc g g ctcactacaa 1601 

gcagggtctc actctgtcgc ccaggctgga Scaagtag ctgggattac 1661 

rnt.eoacctc ctgg g ttcaa gt g attctcc caccccagt atttcaccat 1721 

aggtgtgtgc cactac gg ct ggctaatttt tg«a-- ^"^tcctt gtgctcccaa 1781 
Sggccagg ctggtcttga actcctgacc tcaagtgatc caccttcctt 9^^ 
agtgctgaga ttacaggcgt gagctatcac a "cagcccc cc ttccttctcc 1901 

ag a?tcct g t acctttcttc gttttaccta tgtgtcgtgt ctgttac ctcttcagag 1961 
cctcaggctt tttttgggtg Stcctccaac ctccaatacc cagg gg aattcatgct 2021 
taccccccat tccactttcc ctgcctcctt ^ttaaatag ctg tgtatt tgaa 2081 

atggtgtgaa agactacctt tgacttggta "ataagctg 9 9 aactgtgaga 2141 

aacagagtaa atacttaaga gcjccaaatacj ^tgaatggaa ga « gC gtagcgct 2201 

gggggacaag gtgaagcttt cctggccctg waggaagct W^gtgg J g tcctg 226 1 
Sctctctct gtctgtggca ggagccaaag agtagggtgt aattg g g tctat 2321 

ggtagagacc attctcaggt ggttgggcca ^taaagac tgggag gg « 2381 
g cct?t?t gg ctgatttttg tagagacggg 9"" g ccat Jttacccagg f 2441 
actcctgggc tcaagcgatc ctcctggctc jgcctcccaa agtgctggg ^ ^ 

gaatcact g c g cct g gcttc ctcttcctct tgagaaatat c tttctga gg 2561 

gggacagcag tgtcccag g t aaaggacata ^gttacaa ^f^f ccatttcact 2621 
gagg ct gg tg ccgctctgca 9ggtatttga ^ctgtggaa ttggagggg 2681 
ccctgaaccc agcctgacaa atcacagtga sajtgttcac ct ^ tcatC cag gg 2741 
ctca gg ttga aagtgtgggg a*tgacactg cctaggcatc cagctcag g t{j 2QQ1 

cctgtgtccc tcccgaaccc agggtcaacc ^gccac « cctcctgtcc 2861 

tgcctactgc ccatgaacgg 99^ c ^ aa 9 ^"cttta aaatagtaaa aaaaaaaaaa 2921 
tgtccttgcc cctcaggact gctggaaaat aaatccttta aaa a 2923 



35 40 



Val Val Lys His Phe Tyr Trp Thr 

50 55 
Val Val Leu Leu Thr Phe Arg Asp 
65 70 
Val Pro Trp Val Lys Met lie Leu 
85 




Ser Asp Ser Cys Pro Arg Pro Gly 
60 

Lys Glu He Cys Ala Asp Pro Arg 

75 80 
Asn Lys Leu Ser Gin 
90 



7 



